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Education
Ph.D. from Nagoya University in Japan (Plant Genetics and Breeding)

Previous employment since 2000

April 2000~  Director, Low-temperature Sciences Department
National Agricultural Research Center for Hokkaido Region,
National Agriculture Research Organization, Sapporo

June 2003~ Director, Gene Bank, National Institute of Agrobiological Sciences

April 2006~  Professor, Graduate School of Life and Environmental Sciences,
University of Tsukuba

April 2013~  Researcher, ARENA, University of Tsukuba

March 2015  Retired from University of Tsukuba

International/academic activities since 2003
2003~2006  FAO Focal Point on Plant Genetic Resources in Japan
2003~2006  Global and Asian Panel of CGIAR Interim Science Council

2003 Technical advisor of FAO program on GPA Implementation in Asia
2004 Japanese delegate of FAO Commission on Genetic Resources
2004~2007  Editor-in-Chief, Japanese Society of Breeding

2007 Consultant of IRRI for Rice Conservation Strategy organized by

Global Crop Diversity Trust (GCDT)
2008~2012  Dean, Biosphere Resource Science and Technology
(Doctor Program), University of Tsukuba
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2008~ Associate member, Science Council of Japan

2010~ External reviewer of doctoral dissertations at Agronomy Department,
Peshawar Agricultural University, Pakistan

2010~2012  Vice President, Japanese Society of Breeding

2012~2014  President, Japanese Society of Breeding

2014~ Program officer, Japan Association for Techno-innovation in
Agriculture, Forestry and Fisheries (JATAFF)
2015 External reviewer, GDI program, Africa Rice Center
2021~ Honorary member, Japanese Society of Breeding
Awards

Award of Japanese Society of Breeding, April 2001
Merit Award, Malaysian Science and Technology Congress, August 1996
Contribution Award to Japanese Society of Breeding, April 2021

Patents and crop varieties registered
1) DNA markers to identify resistance against rice blast disease (U.S.A. patent
09/560,780)
2) Susceptibility allele (Pi21) and resistance allele (pi21) to rice blast and their use
(Patent 2005-187867)
3) A total of 15 rice varieties registered by the Ministry of Agriculture, Forestry and
Fisheries, the Government of Japan

Publications
I have authored and co-authored 140 original papers and reviews
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